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SEQUENCE LISTING 

<110> Lingappa, Jairam 
Lingappa, Jaisri 
Lingappa, vishwanath 

<120> viral Deconstruction Through Capsid Assembly in vitro 

<130> 305JP-010510US 

<160> 7 

<170> Patentin version 3.5 

<210> 1 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Degenerate oligonucleotide (reverse) 



<220> 

<221> mi sc_f eature 

<222> (9). .(9) 

<223> N = A or c or G or T 

<220> 

<221> mi sc_f eature 

<222> (12). .(12) 

<223> N= A or C or G or T 

<220> 

<221> mi sc_f eature 

<222> (15). .(15) 

<223> R = A or G 

<220> 

<221> mi sc_f eature 

<222> (18) . . (18) 

<223> R = A or G 

<220> 

<221> mi sc_f eature 

<222> (21).. (21) 

<223> N = A or C or G or T 

<220> 

<221> mi sc_f eature 

<222> (24). .(24) 

<223> N = A or C or G or T 

<220> 

<221> mi sc_f eature 

<222> (27).. (27) 

<223> R = A or G 

<400> 1 

atgaattcng gncgrtartt ngtnggrtc 29 



<210> 2 
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<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Degenerate oligonucleotide (reverse) 



<220> 

<221> mi sc_f eature 

<222> (9). .(9) 

<223> N = A or C or G or T 

<220> 

<221> mi sc_feature 

<222> (12).. (12) 

<223> Y = C or T 

<220> 

<221> mi sc_feature 

<222> (15).. (15) 

<223> R = A or G 

<220> 

<2 2 1> mis c_f eat u re 

<222> (18) . . (18) 

<223> R = A or G 

<220> 

<221> mi sc_f eature 

<222> (21). .(21) 

<223> N = A or C or G or T 

<220> 

<221> mi sc_feature 

<222> (24). .(24) 

<223> N = A or C or G or T 

<220> 

<221> mi sc_feature 

<222> (27). .(27) 

<223> R = A or G 

<400> 2 

atgaattcng gyctrtartt ngtnggrtc 29 



<210> 3 
<211> 1815 
<212> DNA 

<213> Triticum aestivum 
<400> 3 

atggcggacc gtttgacccg tatcgcgatc gtgagcgagg ataagtgcaa gcccaagaag 60 
tgccgccagg agtgcaagaa gagctgcccc gttgtcaaga ccggaaagct ttgcattgaa 120 
gttagtccag tggccaaact tgcattcatt tctgaagagc tgtgtattgg ttgtggtatt 180 
tgtgttaaga aatgcccttt tgatgccatt gaaatcatca atcttccaaa agatttggag 240 
aaagatacta cccatcgcta tggaccgaat accttcaaat tgcacaggtt gcctgttcca 300 
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agacctggtc 


aagttttggg 


tcttgttgga 


accaatggaa ttgggaagtc aacagcactt 


360 


aaagtcttag 


ctggcaagct 


gaagcccaat 


ctgggacgat 


tcaaaaatcc acctgactgg 


420 


caagagatcc 


ttacatattt 


ccgtgggtct 


gaacttcaga actattttac gcgcatattg 


480 


gaggataacc 


tgaaggcaat 


catcaagcca 


cagtatgtcg 


accatattcc 


aaaagctgtt 


540 


caaggaaatg 


tagggcaagt 


acttgagcag 


aaagatgagc 


gggatatgaa 


aaatgagctg 


600 


tgcgttgacc 


ttgaattgaa 


ccaagttatt 


gacagaaatg 


taggagatct 


gtctggtggc 


660 


gagcttcaga 


gatttgcaat 


agcagttgtt 


gctgtacaaa gtgcggaaat 


ttacatgttt 


720 


gatgagccat 


caagttattt 


ggacgttaaa 


cagaggctta aggctgcccg 


agtcattagg 


780 


tctttgctta 


gatcaaacag 


ctatgtcatt 


gttgtcgaac 


atgacttgag 


tgtcttagat 


840 


tacttgtccg 


actttatttg 


ctgcttatat 


gggaagccag 


gtgcttacgg 


tgtagttacg 


900 


ttaccatttt 


ctgtccgaga 


aggtatcaat 


attttcctgg 


ctggatttgt 


tccaacagaa 


960 


aaccttcggt 


ttcgagatga 


atctcttaca 


tttaagattg 


cggagaccca 


ggaaagcgca 


1020 


gaggaagttg 


ctacgtacca 


gcggtacaag 


taccctacca 


tgagcaaaac 


acagggaaat 


1080 


ttcaagctct 


ctgttgttga 


gggtgaattc 


actgattctc 


agattgttgt 


gatgcttggt 


1140 


gagaacggca 


cagggaaaac 


tacattcatc 


agaatgctgg 


ccgggttgtt gaagccagat 


1200 


accatggaag 


gaaccgaggt 


tgaaattcct 


gaattcaatg 


tgtcctacaa gcctcaaaag 


1260 


atcagcccaa 


aattccagca 


tccagtgagg 


cacttgcttc 


attcgaaaat 


acgcgattca 


1320 


tatactcatc 


ctcagtttgt 


atctgatgtt 


atgaaaccac 


tacaaattga gcaactcatg 


1380 


gaccaggaag 


ttattaattt 


atcaggtgga 


gagctccaga 


gagtagcatt 


atgtttgtgc 


1440 


cttggaaagc 


ctgcagatat 


ttatttaatt 


gatgagccaa 


gtgcatatct 


cgattcagag 


1500 


cagcgtattg 


ttgcctcgaa 


ggttatcaaa 


agattcatcc 


ttcatgcaaa 


gaaaactgca 


1560 


tttattgtgg 


agcatgattt 


cattatggca 


acctacttag 


cggacaaggt 


tattgtttat 


1620 


gagggacttg 


cttctattga 


ctgtactgcc 


aatgcaccac 


agtctttggt 


atctgggatg 


1680 


aataaattct 


tatcgcatct 


tgacattaca 


tttagaagag 


acccgaccaa 


ctacaggcca 


1740 


cgaatcaaca 


aactggaatc 


tactaaggac 


agagaacaaa 


agaatgcagg 


gtcctactac 


1800 


tacctagatg 


actag 










1815 



<210> 4 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Sequence 12 from Patent W09629399 
<400> 4 

cctaagccct gagct 15 
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<210> 5 
<211> 604 
<212> PRT 

<213> Triticum aestivum 
<400> 5 

Met Ala Asp Arg Leu Thr Arg lie Ala lie Val Ser Glu Asp Lys Cys 
1 5 "* 10 15 

Lys Pro Lys Lys Cys Arg Gin Glu Cys Lys Lys Ser Cys Pro Val Val 
20 25 30 

Lys Thr Gly Lys Leu Cys lie Glu val Ser Pro val Ala Lys Leu Ala 
35 40 45 

Phe lie Ser Glu Glu Leu Cys lie Gly Cys Gly lie Cys val Lys Lys 
50 55 60 

Cys Pro Phe Asp Ala lie Glu lie lie Asn Leu Pro Lys Asp Leu Glu 
65 70 75 80 

Lys Asp Thr Thr His Arg Tyr Gly Pro Asn Thr Phe Lys Leu His Arg 
85 ~ 90 95 

Leu Pro val Pro Arg Pro Gly Gin val Leu Gly Leu val Gly Thr Asn 
100 " 105 110 

Gly lie Gly Lys Ser Thr Ala Leu Lys val Leu Ala Gly Lys Leu Lys 
115 120 125 

Pro Asn Leu Gly Arg Phe Lys Asn Pro Pro Asp Trp Gin Glu lie Leu 
130 135 140 

Thr Tyr Phe Arg Gly Ser Glu Leu Gin Asn Tyr Phe Thr Arg lie Leu 
145 150 155 160 

Glu Asp Asn Leu Lys Ala lie lie Lys Pro Gin Tyr val Asp His lie 
165 170 175 

Pro Lys Ala val Gin Gly Asn Val Gly Gin Val Leu Glu Gin Lys Asp 
180 185 190 

Glu Arg Asp Met Lys Asn Glu Leu Cys val Asp Leu Glu Leu Asn Gin 
195 200 205 

val lie Asp Arg Asn val Gly Asp Leu Ser Gly Gly Glu Leu Gin Arg 
210 215 220 
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Phe Ala lie Ala val val Ala Val Gin Ser Ala Glu lie Tyr Met Phe 
225 230 235 240 

Asp Glu Pro Ser Ser Tyr Leu Asp val Lys Gin Arg Leu Lys Ala Ala 
245 250 255 

Arg val He Arg ser Leu Leu Arg Ser Asn Ser Tyr val lie val Val 
260 265 ' 270 

Glu His Asp Leu Ser val Leu Asp Tyr Leu Ser Asp Phe lie Cys Cys 
275 280 285 

Leu Tyr Gly Lys Pro Gly Ala Tyr Gly Val Val Thr Leu Pro Phe ser 
290 295 300 

val Arg Glu Gly lie Asn lie Phe Leu Ala Gly Phe val Pro Thr Glu 
305 310 315 320 

Asn Leu Arg Phe Arg Asp Glu Ser Leu Thr Phe Lys lie Ala Glu Thr 

325' 330 335 

Gin Glu Ser Ala Glu Glu Val Ala Thr Tyr Gin Arg Tyr Lys Tyr Pro 
340 345 350 

Thr Met Ser Lys Thr Gin Gly Asn Phe Lys Leu Ser val Val Glu Gly 
355 360 365 

Glu Phe Thr Asp Ser Gin lie Val Val Met Leu Gly Glu Asn Gly Thr 
370 375 380 

Gly Lys Thr Thr Phe lie Arg Met Leu Ala Gly Leu Leu Lys Pro Asp 
385 390 - 395 400 

Thr Met Glu Gly Thr Glu Val Glu lie Pro Glu Phe Asn Val Ser Tyr 
405 410 415 

Lys Pro Gin Lys lie Ser Pro Lys Phe Gin His Pro val Arg His Leu 
420 425 430 

Leu His Ser Lys lie Arg Asp Ser Tyr Thr His Pro Gin Phe val Ser 
435 440 445 

Asp val Met Lys Pro Leu Gin lie Glu Gin Leu Met Asp Gin Glu val 
450 455 460 

lie Asn Leu Ser Gly Gly Glu Leu Gin Arg Val Ala Leu Cys Leu Cys 
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465 470 475 480 

Leu Gly Lys Pro Ala Asp lie Tyr Leu lie Asp Glu Pro Ser Ala Tyr 
485 490 495 

Leu Asp Ser Glu Gin Arg lie val Ala Ser Lys val lie Lys Arg Phe 
500 " 505 510 

lie Leu His Ala Lys Lys Thr Ala Phe lie val Glu His Asp Phe lie 
515 520 525 

Met Ala Thr Tyr Leu Ala Asp Lys Val lie val Tyr Glu Gly Leu Ala 
530 535 540 

Ser lie Asp Cys Thr Ala Asn Ala Pro Gin Ser Leu val Ser Gly Met 
545 ' 550 555 560 

Asn Lys Phe Leu Ser His Leu Asp lie Thr Phe Arg Arg Asp Pro Thr 
565 570 575 

Asn Tyr Arg Pro Arg lie Asn Lys Leu Glu Ser Thr Lys Asp Arg Glu 
580 " 585 590 

Gin Lys Asn Ala Gly Ser Tyr Tyr Tyr Leu Asp Asp 
595 600 

<210> 6 

<211> 599 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Ala Asp Lys Leu Thr Arg lie Ala lie val Asn His Asp Lys Cys 
1 5 " 10 15 

Lys Pro Lys Lys Cys Arg Gin Glu Cys Lys Lys Ser Cys Pro val val 
20 25 30 

Arg Met Gly Lys Leu Cys lie Glu val Thr Pro Gin Ser Lys lie Ala 
35 40 45 

Trp lie Ser Glu Thr Leu cys lie Gly Cys Gly lie Cys lie Lys Lys 
50 55 60 

Cys Pro Phe Gly Ala Leu Ser lie val Asn Leu Pro Ser Asn Leu Glu 
65 70 75 80 

Lys Glu Thr Thr His Arg Tyr Cys Ala Asn Ala Phe Lys Leu His Arg 
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85 90 95 

Leu Pro lie Pro Arg Pro Gly Glu Val Leu Gly Leu val Gly Thr Asn 
100 105 110 

Gly lie Gly Lys Ser Thr Ala Leu Lys lie Leu Ala Gly Lys Gin Lys 
115 120 125 

Pro Asn Leu Gly Lys Tyr Asp Asp Pro Pro Asp Trp Gin Glu lie Leu 
130 135 140 

Thr Tyr Phe Arg Gly Ser Glu Leu Gin Asn Tyr Phe Thr Lys lie Leu 
145 150 155 ' 160 

Glu Asp Asp Leu Lys Ala lie lie Lys Pro Gin Tyr val Asp Gin lie 
165 170 175 

pro Lys Ala Ala Lys Gly Thr val Gly Ser lie Leu Asp Arg Lys Asp 
180 ' 185 190 

Glu Thr Lys Thr Gin Ala lie val Cys Gin Gin Leu Asp Leu Thr His 
195 200 205 

Leu Lys Glu Arg Asn val Glu Asp Leu Ser Gly Gly Glu Leu Gin Arg 
210 " 215 220 

Phe Ala Cys Ala val val Cys lie Gin Lys Ala Asp lie Phe Met Phe 
225 230 235 240 

Asp Glu Pro Ser ser Tyr Leu Asp val Lys Gin Arg Leu Lys Ala Ala 
245 250 255 

lie Thr lie Arg Ser Leu lie Asn Pro Asp Arg Tyr lie lie val val 
260 265 " 270 

Glu His Asp Leu ser val Leu Asp Tyr Leu Ser Asp Phe lie Cys Cys 
275 280 285 

Leu Tyr Gly val Pro ser Ala Tyr Gly val val Thr Met Pro Phe ser 
290 295 300 

val Arg Glu Gly lie Asn lie Phe Leu Asp Gly Tyr val Pro Thr Glu 
305 310 315 320 

Asn Leu Arg Phe Arg Asp Ala Ser Leu val Phe Lys val Ala Glu Thr 
325 330 335 
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Ala Asn Glu Glu Glu val Lys Lys Met Cys Met Tyr Lys Tyr Pro Gly 
340 ' 345 350 

Met Lys Lys Lys Met Gly Glu Phe Glu Leu Ala lie val Ala Gly Glu 
355 360 365 

Phe Thr Asp Ser Glu lie Met val Met Leu Gly Glu Asn Gly Thr Gly 
370 375 380 

Lys Thr Thr Phe lie Arg Met Leu Ala Gly Arg Leu Lys Pro Asp Glu 
385 390 395 400 

Gly Gly Glu val Pro val Leu Asn val ser Tyr Lys Pro Gin Lys lie 
405 410 415 

Ser Pro Lys Ser Thr Gly Ser Val Arg Gin Leu Leu His Glu Lys lie 
420 425 430 

Arg Asp Ala Tyr Thr His Pro Gin Phe Val Thr Asp val Met Lys Pro 
435 440 445 

Leu Gin lie Glu Asn lie lie Asp Gin Glu val Gin Thr Leu Ser Gly 
450 455 460 

Gly Glu Leu Gin Arg val Ala Leu Ala Leu Cys Leu Gly Lys Pro Ala 
465 470 475 ' 480 

Asp val Tyr Leu lie Asp Glu Pro Ser Ala Tyr Leu Asp Ser Glu Gin 
485 490 495 

Arg Leu Met Ala Ala Arg val Val Lys Arg Phe lie Leu His Ala Lys 
500 ~ 505 510 

Lys Thr Ala Phe val val Glu His Asp Phe lie Met Ala Thr Tyr Leu 
515 520 525 

Ala Asp Arg val lie val Phe Asp Gly val Pro Ser Lys Asn Thr val 
530 535 540 

Ala Asn Ser Pro Gin Thr Leu Leu Ala Gly Met Asn Lys Phe Leu Ser 
545 550 555 560 

Gin Leu Glu lie Thr Phe Arg Arg Asp Pro Asn Asn Tyr Arg Pro Arg 
565 " " 570 575 

lie Asn Lys Leu Asn Ser lie Lys Asp val Glu Gin Lys Lys Ser Gly 
580 585 590 
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Asn Tyr Phe Phe Leu Asp Asp 
595 



<210> 7 

<211> 16 

<212> PRT 

<213> Mus musculus 



<400> 7 

Asp Lys Met Leu val Asp Asp lie Gly Asp val Thr lie Thr Asn Asp 
15 10 15 
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